Appendix D 



Appendix D shows a comparison of the amino acid sequences of the bifunctional 
LKR-SDH proteins from Arabidopsis, corn and soybean, SEQ ID NOs: 112, 122 and 121, 
respectively. Amino acids conserved among at least two plant sequences are indicated 
with an asterix (*) on the top row; dashes are used by the program to maximize the 
alignment of the sequences. The LKR and SDH domains (boxed sequences) were 
identified by Epelbaum et al. (Plant Mol. Biol. 35:735-748 (1997)) and Tang et al. (Plant 
Cell 9:1305-1316 (1997)) 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO: 121 



yiNSNGHEEEKKLGNGWGILSETVNKWERRTPLTPSHCARLLHGG-KDRTGISRIWQPS 
CARLLLGGGKNGPRVNRI IVQPS 



AKRIHHDALYEHVGCEISDDLSDCGLILGIKQPELEMILPERAYAFFSHTHKAQKENMPL 
TRRIHHDAQYEDAGCEISEDLSECGLIIGIKQPKLQMILSDRAYAFFSHTHKAQKENMPL 



SEQ ID NO:112 
SEQ ID NO: 122 LDKILEER 
SEQ ID NO:121 



LDKILSERVTLCDYELIVGDHGKRLLAFGKYAGRAGLVDFLHGLGQRYLSLGYSTPFLSL 
LFDYELIVGDDGKRSLAFGKFAGRAGLIDFLHGLGQRYLSLGYSTPFLSL 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



LKR domain 



.SYMYSSLAAAKAAVISVGEEIASQGLPLGICPLVFVFTGTGNVSLGAQEIFKLLPHTF 
1QSHMYPSLAAAKAAVIWAEEIATFGLPSGICPIVFVFTGVGNVSQGAQEIFKLLPHTF 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



VEPSKLPELFVKDKGISQNGISTKRVYQVYGCI ITSQDMVEHKDPSKSFDKADYYAHPEH 
VDAEKLPEIF-QARNLSKQSQSTKRVFQLYGCWTSRDIVSHKDPTRQFDKGDYYAHPEH 
EPKDHVIVFDKADYYSHPEH 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



YNPVFHEKISPYTSVLVNCMYWEKRFPCLLSTKQLQDLTKKGLPLVGICDITCDIGGSIE 
YTPVFHERIAPYASVIVNCMYWEKRFPPLLNMDQLQQLMETGCPLVGVCDITCDIGGSIE 
YNPTFHEKIAPYASVIVNCMYWEKRFPQLPSYKQMQDLMGRGSPLVGIADITCDIGGSIE 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



FVNRATLIDSPFFRFNPSNNSYYDDMDGDGVLCMAVDILPTEFAKEASQHFGDILSGFVG 
FINKSTSIERPFFRYDPSKNSYHDDMEGAGWCLAVDILPTEFSKEASQHFGNILSRLVA 
FVNRGTSIDSPFFRYDPLTNSYHDDMEGNGVICLAVDILPTEFAKEASQHFGNILSQFW 



SEQ ID NO: 112 SLASMTEISDLPAHLKRACISYRGELTSLYEYIPRMRKSNPEEAQDNI IANGVSSQRTFN 



SEQ ID NO:122 
SEQ ID N0:121 



SLASVKQPAELPSYLRRACIAHAGRLTPLYEYIPRMRNTMIDLAPAK--TNPLPDKK-YS 
NLASATDITKLPAHLRRACIAHKGVLTSLYDYIPRMRSSDSEEVSENA-ENSLSNKRKYN 



SEQ ID NO: 112 ILVSLSGHLFDKFLINEALDMIEAAGGSFHLAKCELGQSADAESYSELEVGADDKRVLDQ 
SEQ ID NO: 122 TLVSLSGHLFDKFLINEALDI IETAGGSFHLVRCEVGQSTDDMSYSELEVGADDTATLDK 
SEQ ID NO: 121 ISVSLSGHLFDQFLINEALDIIEAAGGSFHLVNCHVGQSIEAVSFSELEVGADNRAVLDQ 



SEQ ID NO: 112 IIDSLTRLANPNEDYISPHREANKISLKIGKVQQ-ENEIKEKP$MTKKSGVLI 
SEQ ID NO: 122 I IDSLTSLANEHGGDHDAGQEIE-LALKIGKVNEYETDVT 
SEQ ID NO: 121 I IDSLTAIASPTEHDRFSNQDSSKISLKLGKVE- 



LGAGRVC 
ILILGAGRVC 



-ENGIEKESD 'RKKAAVL I LGAGRVC 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



RPAADFLASVRTISSQQWYKTYFGADSEEKTDVHVIVASLYLKDAKETVEGISDVEAVRL 

RPAAEFLASYPDICT YGVDDHDADQIHVIVASLYQKDAEETVDGIENTTATQL 

QPAAEMLSSFGRPSSSQWYKTLLEDDFECQTDVEVIVGSLYLKDAEQTVEGIPNVTGIQL 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



DVSDSESLLKYVSQVDWLSLLPASCHAWAKTCIELKKHLVTASYVDDETSMLHEKAKS 
DVADIGSLSDLVSQVEWISLLPASFHAAIAGVCIELKKHMVTASYVDESMSNLSQAAKD 
DVMDRANLCKYISQVDWISLLPPSCHIIVANACIELKKHLVTASYVDSSMSMLNDKAKD 



A.GITILGEMGLDPGIDHMMAMKMINDAHIKKGKVKSFTSYCGGLPSPAAANNPLAYKFSW 
A.GVTILCEMGLDPGIDHLMSMKMIDEAHARKGKIKAFTSYCGGLPSPAAANNPLAYKFSW 
AGITILGEMGLDPGIGHMMAMKMINQAHVRKGKIKSFTSYCGGLPSPEAANNPLAYKFSW 



NPAGAIRAGQNPAKYKSNGDIIHVDGKNLYDSAARFRVPNLPAFALECFPNRDSLVYGEH 
NPAGALRSGKNPAVYKFLGETIHVDGHNLYESAKRLRLRELPAFALEHLPNRNSLIYGDI 
NPAGAIRAGRNPATYKWGGETVHIDGDDLYDSATRLRLPDLPAFALECLPNRNSLLYGDI 



YGIESEATTIFRGTLRYEGFSMIMATLSKLGFFDSEANQVLSTGKRITFGALLSNILNKD 
YGISKEASTIYRATXRYEGFSEIMVTLSKTGFFDAANHPLLQDTSRPTYKGFLDELLNNI 
YGI-TEASTIFRGTLRYEGFSEIMGTLSRISLFNNEAHSLLMNGQRPTFKKFLFELLKW 



SEQ ID NO: 112 RDNESEPLAG EEEISKRIIKLGHSKE — TAAKAAKTIVFLGFNEEREVPSLCKSV^ 

SEQ ID NO: 122 STINTDLDIEASGGYDDDLIARLLKLGCCKNKEIAVKTVKTIKFLGLHEETQIPKGCSSP 

SEQ ID NO:121 |gDNPDELLIG ENDIMEQILIQGHCKDQRTAMETAKTI IFLGLLDQTEI PASCKSaI 

SEQ ID NO: 112 FDATCYLMEEKLAYSGNEQDMVLLHHEVEVEFLESKRIEKHTATLLEFGDIKNGQTTTAM 

SEQ ID NO: 122 FDVICQRMEQRMAYGHNEQDMVLLHHEVEVEYPDGQPAEKHQATLLEFGKVENGRSTTAM 

SEQ ID NO: 121 FDVACFRMEERLSYTSTEKDMVLLHHEVEIEYPDSQITEKHRATLLEFGKTLDEKTTTAM 



SEQ ID NO:112 
SEQ ID NO:122 
SEQ ID NO:121 



AKTVG I PAAI GALVL I EDKI KTRGVLRPLEAEVYLPALD IL Q - - 

AlLTVGIPAAIGALLLLKNKVQTKGVIRPLQPEIYVPALEILESSGIKLVEKVET- . KFPD 
ALT VG I PAAVGALLLLTNKI QTRGVLRP I E PEVYNPALD II E — 



SEQ ID N0:112 
SEQ ID NO:122 
SEQ ID N0:121 



--AY GIKLME KAE 

IQIKI-V . YSRAHVSFVLTPFWNI-YL . -TKM . QIKRTGGVYCKRRQRNLCIYDLSISNN 
--AY GIKLIE KT 



SEQ ID N0:112 
SEQ ID NO:122 
SEQ ID N0:121 



